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4 <110> APPLICANT: Lipton, Stuart A. 

5 Okamoto, Shu-ichi 

7 <120> TITLE OF INVENTION: Methods of Differentiating and 

8 Protecting Cells By Modulating the P38/MEF2 Pathway 
11 <130> FILE REFERENCE: 66654-622 

13 <140> CURRENT APPLICATION NUMBER: US 09/876, 187C - 

14 <141> CURRENT FILING DATE: 2001-06-05 [q\ 

16 <150> PRIOR APPLICATION NUMBER: US 60/209,539 r / 

17 <151> PRIOR FILING DATE: 2000-06-05 LyV ^ 
19 <160> NUMBER OF SEQ ID NOS : 25 * 
21 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2 975 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <220> FEATURE: 

29 <221> NAME /KEY: CDS 

30 <222> LOCATION: (415 )...( 1935 ) 

32 <400> SEQUENCE: 1 

33 gaattttctg caaggatcat atctaagtgc actttttgct gatacttcat ttctagacat 60 

34 tgagtctcac tctacccccc aggctgaagt gcagtggtgt gatctcggtt cactgcaacc 12 0 

35 tccgcctcca ggttcaagtg attctcgtac ctcagcctcc cgagtagctg ggattacagg 180 

36 cgcctgccac catgcctggc tgatatttat atttttagta gagatggagt ttcaccatgt 240 

37 tggccaggct ggtctcgaac tctggacctc agatcttgta gaaaatttca gctgtagccc 300 

38 ttggactaga agctgaaata acagaagctg tgtacgatgc attagggtat tgaagaaaat 3 60 
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Ser 


Ala 


Asp 


Leu 


Ser 


Ala 


Leu 


Gin 


Gly 


239 








340 










345 










350 
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240 


Phe Asn 


Ser Pro 


Gly Met 


Leu 


Ser 


Leu 


Gly 


Gin 


Val 


Ser 


Ala 


Trp 


Gin 




241 




355 








360 










365 










242 


Gin His 


His Leu 


Gly Gin 


Ala 


Ala 


Leu 


Ser 


Ser 


Leu 


Val 


Ala 


Gly 


Gly 




243 


370 








375 










380 












244 


Gin Leu 


Ser Gin 


Gly 


Ser 


Asn 


Leu 


Ser 


He 


Asn 


Thr 


Asn 


Gin 


Asn 


He 




245 


385 






390 










395 










400 




246 


Ser lie 


Lys Ser 


Glu 


Pro 


He 


Ser 


Pro 


Pro 


Arg 


Asp 


Arg 


Met 


Thr 


Pro 




247 






405 










410 










415 






248 


Ser Gly 


Phe Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Pro 


Pro 




249 




420 










425 










430 








250 


Pro Pro 


Pro Gin 


Pro 


Gin 


Pro 


Gin 


Pro 


Pro 


Gin 


Pro 


Gin 


Pro 


Arg 


Gin 




251 




435 








440 










445 










252 


Glu Met 


Gly Arg 


Ser 


Pro 


Val 


Asp 


Ser 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 




253 


450 








455 










460 












254 


Tyr Asp 


Gly Ser 


Asp Arg 


Glu 


Asp 


Pro 


Arg 


Gly 


Asp 


Phe 


His 


Ser 


Pro 




255 


465 






470 










475 










480 




256 


He Val 


Leu Gly 


Arg 


Pro 


Pro 


Asn 


Thr 


Glu 


Asp 


Arg 


Glu 


Ser 


Pro 


Ser 




257 






485 










490 










495 






258 


Val Lys 


Arg Met 


Arg 


Met 


Asp Ala Trp 


Val 


Thr 














259 




500 










505 


















262 


<210> SEQ ID NO 


: 3 


























263 


<211> LENGTH: 1671 


























264 


<212> TYPE: DNA 




























265 


<213> ORGANISM: 


Homo sapiens 




















267 


<220> FEATURE: 




























268 


<221> NAME/KEY: 


CDS 


























269 


<222> LOCATION: 


(443) . . 


. (1537) 




















271 


<400> SEQUENCE: 


3 


























272 


cgggggtcgc tatggaggag ccggagatgc 


agctcaaggg 


gaagaaagtc . 


aeggacaagt 


60 


273 


tcactgagag cgtctacgtc ctggccaacg 


agccatccgt 


ggccctgtac < 


eggctgeagg 


120 


274 


agcatgtgcg tcgctccctc cccgagctgg 


cccagcacaa 


ggcagacatg < 


cagcgttggg 


180 


275 


aggagcagag ccagggagcc atctacactg 


tggagtaege 


ctgcagcgcc < 


gtgaagaacc 


240 


276 


tggtggacag cagcgtctac ttccgcagcg 


tggagggtct 


gctcaaacag < 


gccatcagca 


300 


277 


tccgggacca tatgaatgcc agtgcccagg 


gccacagccc 


ggaggaacca < 


cccccgccct 


360 


278 


cctcagcctg atcctggaag agactcgggg 


ccccccagcc 


tccgccaacc < 


cagacaaaga 


420 


279 


tcattccact cagcctggga eg atg ggg 


agg aaa aaa ate cag ate tec cgc 


472 


280 










Met Gly Arg Lys Lys He Gin He Ser Arg 




281 










1 








5 










10 




283 


ate ctg 


gac caa 


agg 


aat 


egg 


cag 


gtg 


acg 


ttc 


acc 


aag 


egg 


aag 


ttc 


520 


284 


He Leu 


Asp Gin Arg 


Asn 


Arg 


Gin 


Val 


Thr 


Phe 


Thr 


Lys 


Arg 


Lys 


Phe 




285 






15 










20 










25 






287 


ggg ctg 


atg aag 


aag 


gee 


tat 


gag 


ctg 


age 


gtg 


etc 


tgt 


gac 


tgt 


gag 


568 


288 


Gly Leu 


Met Lys 


Lys 


Ala 


Tyr 


Glu 


Leu 


Ser 


Val 


Leu 


Cys 


Asp 


Cys 


Glu 




289 




30 










35 










40 








291 


ata gec 


etc ate 


ate 


ttc 


aac 


age 


gee 


aac 


cgc 


etc 


ttc 


cag 


tat 


gec 


616 


292 


He Ala 


Leu He 


He 


Phe 


Asn 


Ser 


Ala 


Asn 


Arg 


Leu 


Phe 


Gin 


Tyr 


Ala 




293 




45 








50 










55 










295 


age acg 


gac atg 


gac 


cgt 


gtg 


ctg 


ctg 


aag 


tac 


aca 


gag 


tac 


age 


gag 


664 


296 


Ser Thr 


Asp Met 


Asp 


Arg 


Val 


Leu 


Leu 


Lys 


Tyr 


Thr 


Glu 


Tyr 


Ser 


Glu 
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Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
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9, 10, 11, 12, 13, 14, 15, 16, 17 



Seq#:13; Xaa Pos . 
Seq#:17; Xaa Pos. 9,10,11,12,13,14 
Seq#:21; Xaa Pos. 9,10,11,12,13,14,15,16,17,18 
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L:953 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:13 after pos . : 0 
M:341 Repeated in SeqNo=13 

L:1006 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:17 after pos . : 0 
L:1059 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 after pos . : 0 
M:341 Repeated in SeqNo=21 
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